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Abstract

Objective: Prenatal exome sequencing (pES) is now commonly used in clinical

practice. It can be used to identifiy an additional diagnosis in around 30% of fetuses

with structural defects and normal chromosomal microarray analysis (CMA). How-

ever, interpretation remains challenging due to the limited prenatal data for genetic

disorders.

Method: We conducted an ancillary study including fetuses with pathogenic/likely

pathogenic variants identified by trio‐pES from the “AnDDI‐Prenatome” study. The
prenatal phenotype of each patient was categorized as typical, uncommon, or un-

reported based on the comparison of the prenatal findings with documented find-

ings in the literature and public phenotype‐genotype databases (ClinVar, HGMD,

OMIM, and Decipher).

Results: Prenatal phenotypes were typical for 38/56 fetuses (67.9%). For the others,

genotype‐phenotype associations were challenging due to uncommon prenatal

features (absence of recurrent hallmark, rare, or unreported). We report the first
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prenatal features associated with LINS1 and PGM1 variants. In addition, a double

diagnosis was identified in three fetuses.

Conclusion: Standardizing the description of prenatal features, implementing lon-

gitudinal prenatal follow‐up, and large‐scale collection of prenatal features are

essential steps to improving pES data interpretation.

Key points

What's already known about this topic?

� Prenatal exome sequencing detects an additional diagnosis in approximately 30% of fetuses

with structural defects and normal chromosomal microarray analysis.

� Prenatal phenotyping may be challenging (limited examination of some organs, functional

changes at birth, no intellectual or sensory information).

� Genetic disorders are highly heterogeneous.

What does this study add?

� In 67.9% of cases, the association between the fetal phenotype and a relevant variant was

straightforward. Conversely, it was challenging in 32.1% of cases due to unreported or

uncommon prenatal findings.

� We reported prenatal findings associated with bi‐allelic LINS1 and PGM1 variants.

� Collaborative compilation of prenatal findings related to genetic disorders may lead to

better understanding and identification of fetal conditions.

1 | INTRODUCTION

Structural defects, whether isolated or multiple, occur in approxi-

mately 2%–4% of pregnancies and are the leading cause of perinatal

death (20%–25%).1 Most of these defects are associated with genetic

disorders. However, identifying a diagnosis during pregnancy is a

major challenge due to clinical heterogeneity and overlap of genetic

disorders. Standard karyotype and chromosomal microarray analysis

(CMA), which have historically been used for prenatal genetic testing,

have a diagnostic yield of approximately 30%.2 Over the last decade,

exome sequencing (ES) has gradually been implemented in clinical

practice, particularly for investigating unsolved structural defects

during pregnancy. The pooled incremental yield of prenatal ES (pES)

is approximately 30% in fetuses with structural defects and negative

CMA/karyotype. The diagnostic yield varies considerably depending

on the phenotypic subgroup (ranging from 2% in isolated increased

nuchal translucency to 53% in skeletal dysplasia) and the study

design (from 15% in unselected cohorts to 42% in phenotype‐
selected cohorts).3 Between June 2019 and November 2021, we

led the first French national multicenter pilot study (AnDDI‐pre-
natome) aiming to implement diagnostic pES following the detection

of abnormalities on ultrasound.4 Trio‐ES identified a pathogenic/

likely pathogenic variant in 52/150 fetuses (34%) with a median time

to diagnosis of 28 days. The overall diagnostic yield rose to 56/150

fetuses (37%) after additional investigations: 41% (37/89) with first‐
line trio‐pES versus 31% (19/61) with pES after normal CMA.

The implementation of pES offers new perspectives in fetal

medicine, including the diagnosis of monogenic diseases, precise

and personalized prenatal counselling, customization of perinatal

care, and earlier genetic counselling.5 However, interpreting pES

may be challenging in some cases since genetic disorders have

mostly been described in a postnatal setting with detailed pheno-

typing of affected newborns, infants, or adults. At the same time,

the prenatal phenotype is limited to an indirect examination of the

fetus through prenatal imaging, without any information about

cognitive, sensory, or behavioral deficiencies.5 Despite advances in

prenatal imaging, examination remains limited or impossible for

some parts of the fetus. In addition, the fetal phenotype can change

with gestational age and functional adaptation in the perinatal

period.6 Overall, fetal phenotypes associated with a rare disease

may differ from postnatal phenotypes, leading to the identification

of uncommon or unreported findings.7 These factors limit the

identification of pathogenic/likely pathogenic variants associated

with structural defects during pregnancy and may lead to a nega-

tive result or identification of a variant of unknown significance

(VUS). Confirmation or exclusion of VUS requires additional in-

vestigations. Beyond segregation analysis, functional tests used in

postnatal settings are not routinely applicable during pregnancy for

various reasons (access of tissue, time required, lack of normal

values in unaffected fetuses…).

In this study, we investigated the clinical heterogeneity of fetal

conditions in a cohort of fetuses investigated by trio‐pES for struc-

tural defects. We hypothesized that the prenatal phenotype, ob-

tained with thorough prospective phenotyping, may differ from

reported data, particularly in identifying additional findings that have

not yet been reported. The aim of this study was to identify un-

common or unreported prenatal features in fetuses harboring genetic

disorders identified by trio‐pES.
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2 | MATERIAL AND METHODS

2.1 | Cohort and study design

We conducted an ancillary study of the “AnDDI‐Prenatome” study, a
pilot study of the French Healthcare Network for rare diseases.

AnDDI‐Prenatome was a prospective, collaborative multicenter

study conducted between June 2019 and November 2021

(NCT03964441).4 In brief, trio‐pES (fetus and both parents) was per-
formed in 150 fetuses with unselected fetal structural abnormalities

(at least two ultrasound abnormalities or one ultrasound abnormality

known to be frequently linked to a genetic disorder). Chromosomal

microarray (CMA) was conducted either before or simultaneously.

Relevant variants in known human disease genes were identified

by a stepwise analysis of raw data. First, we used bioinformatics

prediction tools and suspected inheritance. Secondly, a phenotype‐
driven analysis of the raw data was conducted using in silico tar-

geted gene panels. All relevant variants were reviewed by a multi-

disciplinary team (MDT) including clinical geneticists, specialists in

fetal medicine, molecular biologists, and bioinformaticians. The MDT

classified each relevant variant according to the American College of

Medical Genetics and Genomics (ACMG) guidelines. In all cases, a

double diagnosis was systematically considered, particularly when

the relevant variant did not explain all fetal features. According to

the study protocol, only pathogenic/likely pathogenic variants asso-

ciated with a structural defect were reported, so incidental findings

and VUS were not reported. A causal diagnosis was identified in 56/

150 fetuses (37%).

In this ancillary study, we enrolled patients with a causal variant

identified by trio‐pES in “AnDDI‐Prenatome”. Patients with negative
pES and VUS were not included. This study was approved by an

institutional review board (Comité de Protection des Personnes

(CPP)). Written informed consent was obtained from all subjects and

participating family members.

2.2 | Deep‐phenotyping of fetuses with a causal
variant and review of prenatal findings related to
genetic disorders

In “AnDDI‐Prenatome”, fetal ultrasounds and MRI have always been

performed by specialists in prenatal imaging within the national

prenatal diagnosis network and certified by the national organization

(Agence de la Biomédecine).

For this study, all fetal imaging reports (ultrasound, CT‐scan,
MRI) and additional biological prenatal tests (hematological,

biochemical, hormonal, or cytological if performed) were blindly

reviewed by a specialist in prenatal imaging (N.B.). Prenatal features

were encoded using Human Phenotype Ontology (HPO) terms.

For each genetic condition diagnosed in a fetus included in this

study, we performed a literature review at the time of pES interpre-

tation to identify prenatal findings that had previously been reported.

We reviewed public phenotype‐genotype databases, including

ClinVar, HGMD,OMIM, andDecipher. Then, we conducted a reviewof

the literature using a stepwise strategy in PubMed. The database was

queried from inception to the date of the MDT meeting (validation of

pES result during pregnancy). For the first step, search terms included

“gene name or syndrome” combined with the following MeSH terms:

“fetus”, “fetal”, “prenatal diagnosis”, “abnormalities, congenital”. The

second step included only clinical publications selected using “gene

name or syndrome”. Finally, we reviewed cohorts that have reported

exome sequencing in prenatal diagnosis. Only publications in English

reporting cases with molecular data were included. This literature

search was performed by two authors (A.G. and N.B.).

Based on our review, we used the methodology reported by the

Orphanet group, an international consortium of rare diseases ex-

perts, to classify the frequency of each prenatal finding.8,9 In sum-

mary, a prenatal finding was deemed common or frequent when it

occurred in at least 30% of the patient population, and rare if below

30%. Then, we categorized the prenatal phenotype of each patient

harboring a pathogenic/likely pathogenic variant into three groups1:

typical phenotype if the prenatal features had been previously re-

ported and were common/frequent2; uncommon phenotype if the

prenatal findings were rare; and3 unreported phenotype if the pre-

natal features had not been previously described. Cases with a

double diagnosis were assessed separately.

3 | RESULTS

Among the 56 patients in our cohort, 59 pathogenic/likely pathogenic

variants were identified, including 9 CNVs (15.3%) or aneuploidy and

50 SNVs (84.7%). Among them, three patients (5.4%) had a double

diagnosis.

For the 53 fetuses with a single diagnosis, the prenatal pheno-

type was considered typical for 38 fetuses (71.7%), uncommon for 13

fetuses (24.5%), and unreported for 2 fetuses (3.8%). Overall, the

association between prenatal phenotype and genotype was chal-

lenging for 18 out of 56 fetuses with a single or double diag-

nosis (32.1%).

3.1 | Fetuses with typical prenatal phenotype
associated with a pathogenic/likely pathogenic
variant

Most included fetuses had a typical phenotype with previously re-

ported prenatal findings. These 38 fetuses were categorized into four

phenotypic groups based on features detected by prenatal imaging:

multisystem abnormalities (n = 14), brain malformation (n = 11),

features suggestive of RASopathies (n = 7), and bone dysplasia

(n = 6). Prenatal ES identified 32 SNVs and 6 chromosomal abnor-

malities confirmed by CMA performed in parallel: mosaic trisomy 14,

mosaic trisomy 17, trisomy 18, tetrasomy 12p, 16p13.3 micro-

deletion, and a de novo supernumerary marker 15q11.1q11.2. In all

cases, the association between prenatal phenotype and genotype was
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not difficult to identify. Prenatal findings and molecular data are

summarized in Table 1.

3.2 | Fetuses with an uncommon prenatal
phenotype associated with a pathogenic/likely
pathogenic variants

The prenatal phenotype was considered uncommon in 13 fetuses

affected by neurodevelopmental disorders, syndromic or not, with an

evolving phenotype after birth. Although the fetal phenotype was

uncommon, the relevant variant was identified by in silico prediction

tools and suspected inheritance.

The fetal phenotype was uncommon for 2 fetuses without

recurrent hallmarks commonly observed in postnatal settings. We

identified a heterozygous de novo ASXL1 truncating variant

(NM_015338.6:c.1934dup) leading to Bohring‐Opitz syndrome (BOS,
MIM#605039) in a male fetus (fetus II.1) with corpus callosum

dysgenesis, cerebellar hypoplasia, and shortened long bones. BOS is

characterized by intellectual disability (ID), severe intrauterine

growth restriction (IUGR), distinctive craniofacial features and trig-

onocephaly/microcephaly.10 Although IUGR and microcephaly were

absent in this fetus, previous reports in postnatal cohorts have

documented brain abnormalities (corpus callosum and cerebellar

abnormalities).11–13 In another male fetus (fetus II.2) with increased

nuchal translucency (NT), short corpus callosum, olfactory lobe

agenesis, and webbed neck, we identified a heterozygous de novo

ANKRD11 missense variant (NM_013275.5:c.3931C>T). While brain

abnormalities are reported in approximately 50% of patients with

KBG syndrome (MIM#148050), corpus callosum and olfactory nerve/

bulb abnormalities affect only 5%. The fetus did not display the

skeletal abnormalities commonly associated with KBG syndrome.

Identification of distinctive craniofacial findings is limited during

pregnancy. Additionally, an early onset with increased NT has been

reported in one case.14 For both fetuses, the prenatal findings had

previously been reported as rare features in postnatal cohorts.

For our other cases, the identified prenatal findings were either

not reported or rarely documented in the literature. This suggests or

supports a broadening of the clinical spectrumof genetic disorders.We

identified an early fetal hydrops in a female fetus (II.3) with a hetero-

zygous de novo GNB2 missense variant (NM_005273.4: c.265A>G).
GNB2 variants are involved in a neurodevelopmental disorder with

hypotonia at birth, facial dysmorphism and developmental delay

(MIM#619503). So far, only one fetus, harboring the same c.265A>G
variant has been reported with facial features, congenital heart defect

(CHD), renal hypoplasia, hyperechoic bowel, single umbilical artery,

asymmetric growth and decreased fetal movements.15 Our observa-

tions suggest an early and severe phenotype related to a de novo

GNB2 missense variant. A de novo PPM1D variant (NM_003620.3:

c.1372C>T) involved in Jansen‐de Vries syndrome (JDVS, #617450)
was identified in fetus II.4, who hadmultisystem abnormalities (Pierre‐
Robin sequence (PRS), coarctation of aorta, abnormal sacral segmen-

tation, vertebral and rib fusion, delayed skeletal maturation, and

abnormal cerebellar vermis). JDVS is characterized by findings that

cannot be detected prenatally (developmental delay, ID, and behav-

ioral abnormalities). Short stature at birth (<‐2 SD) with shortened

long bones has been reported in some cases. Therefore, we reported a

severe phenotype related to a PPM1D variant.

We identified enlarged kidneys in a large‐for‐gestational‐age
fetus (II.5) with a 22q11.2 deletion. 22q11.2 deletion syndrome in-

cludes a wide spectrum of congenital heart defects, palatal abnor-

malities, immune deficiency, characteristic facial features, and

learning difficulties. The most common kidney abnormalities related

to the 22q11.2 deletion spectrum are multicystic dysplasia.16–18

Finally, we identified a 17q25.3 deletion in fetus II.6 with ventricu-

lar septal defect, IUGR and PRS. CHD has been reported in

del17q25.3 deletion, whereas IUGR and PRS have not.19

For cases II.7 to II.13, comparisons with published data were

limited due to the small number of reported fetal cases. Clinical and

biological data are summarized in Table 2.

3.3 | Fetuses with unreported prenatal phenotype
associated with a pathogenic/likely pathogenic
variant

Despite the lack of prenatal description, a pathogenic/likely patho-

genic variant was identified in two fetuses thanks to in silico pre-

diction tools and suspected inheritance. We therefore reported the

early prenatal onset of well‐known pediatric disorders, as described

in Table 3.

We identified bi‐allelic LINS1 truncating variants

(NM_001040616.3: c.597delA and c.557_558delAA) in a male fetus

(IV.1) with increased nuchal translucency, IUGR and asymmetric ce-

rebral ventricles. Bi‐allelic LINS1 variants (truncating or missense)

have previously been involved in an ultra‐rare autosomal recessive ID
(MIM#614330), syndromic or not, with autistic features, schizo-

phrenia and anxiety.20,21

Bi‐allelic PGM1 truncating variants (NM_002633.3: c.423delA

and c.157_158delinsG) were identified in a male fetus (IV.2) with

increased NT, polyhydramnios, PRS and shortened long bones. Bi‐
allelic PGM1 variants (MIM#171900) are associated with a congen-

ital disorder of glycosylation characterized by abnormalities in

glycogen metabolism, glycolysis, and protein glycosylation (PGM1‐
CDG, MIM# 614921). Congenital malformations including bifid uvula,

cleft palate, micrognathia and PRS have been reported in postnatal

cohorts following neonatal diagnosis.22 A prenatal onset with airway

compression leading to polyhydramnios was not previously reported.

The age of onset and severity of PGM1‐CDG are highly variable and

may be linked to the residual PGM1 enzyme activity.22

3.4 | Fetuses with double diagnosis

Three fetuses received a double diagnosis: two fetuses with two

SNVs and one fetus combining one CNV and one SNV.
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We identified a 17q12 microdeletion associated with a GREB1L

variant (NM_001142966.1:c.2252G>A) in a fetus with poly-

hydramnios, esophageal atresia, renal agenesis and a single umbilical

artery. These prenatal features were previously reported in 17q12

recurrent microdeletion syndrome. Kidney abnormalities could be

related to both variants. Indeed, GREB1L variants are associated with

renal hypoplasia/aplasia (MIM#617805) and the GREB1L variant

identified in our patient was reported as likely pathogenic in the

ClinVar database. It was inherited from the mother and present in

the mother's sister, who was both asymptomatic. In addition, the

couple's previous pregnancy was complicated by IUFD at 15 weeks of

gestation. IUFD and early neonatal death have also been reported in

renal hypoplasia/aplasia related to a GREB1L variant.

We identified a homozygous EFEMP2 missense (NM_016938.4:

c.379T>C) and a homozygous RAG1 nonsense (NM_000448.3:

c.1767C>G) in a male fetus with decreased fetal movements, pre-

frontal edema, retrognathia, small stomach, complex CHD (dilated

tortuous aorta, hypoplastic proximal pulmonary arteries and thick-

ened ventricular walls), and external genital hypoplasia. Both vari-

ants, inherited from consanguineous parents, were previously

reported as likely pathogenic in the ClinVar database. The prenatal

phenotype was partially compatible with previously reported pre-

natal presentations secondary to EFEMP2 biallelic variants. Biallelic

RAG1 truncating variants have been implicated in severe combined

immunodeficiency, which is undetectable during pregnancy.

In the last fetus, who had an isolated cystic hygroma, we iden-

tified a homozygous ASCC1 variant and a homozygous truncating

CSPP1 variant. Cystic hygroma has been reported in the early onset

of spinal muscular atrophy with congenital bone fractures related to

biallelic ASCC1 variants. In addition, biallelic CSPP1 variants are

involved in Joubert syndrome (MIM#615636). However, due to the

early onset, the recurrent hallmarks of JS were undetectable.

4 | DISCUSSION

In this study, we report previously reported, uncommon and pre-

viously unreported prenatal findings identified in a prospective

study that offered pES for fetal structural abnormalities. Our results

suggest that the widespread implementation of pES in routine

diagnosis would be a powerful way to enhance our knowledge

regarding prenatal phenotypes and the natural history of genetic

disorders.

4.1 | Rapid identification of most diagnoses

In most of our patients (67.9%), the prenatal features observed

matched those commonly reported in databases and the literature. In

these instances, interpreting the association of relevant variants

identified by pES with a prenatal phenotype was straightforward. Our

results confirm that implementing pES in routine diagnosis for the

investigation of fetal structural abnormalities should not be hinderedT
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by the potential challenges in establishing the association between

relevant variants and fetal phenotypes.

Uncommon and unreported phenotypes: from challenges in

associating phenotype and genotype to expanding the clinical

spectrum.

In 32.1% of cases, the identified prenatal features were uncom-

mon or previously unreported in relation to known human disease

genes. In these instances, establishing the association of pathogenic

or likely pathogenic variants with an unexpected fetal phenotype

proved to be challenging.

The additional features identified in our patients suggest the

need to broaden the clinical spectrum of genetic disorders with

prenatal onset. Our findings highlight the major clinical heterogeneity

of prenatal genetic disorders. Before phenotype extension, a double

diagnosis was systematically considered seeing as in previous post-

natal cohorts of rare diseases, ES identified a double diagnosis in

around 2%–3% of patients.23 A double diagnosis can explain the

phenotypic heterogeneity of genetic disorders with atypical or severe

phenotypes in some cases. For example, the 22q11.2 deletion was

identified in a large‐for‐gestational‐age fetus with enlarged kidneys

after ruling out a CNV/SNV involved in syndromic overgrowth.

Although our data suggested a phenotypic extension, similar obser-

vations, postnatal genome sequencing, or functional tests are needed

for validation.

For some cases, the absence of clinical features typically

considered as recurrent hallmarks of a genetic disorder suggests that

there are limitations when applying postnatal diagnostic criteria in a

prenatal setting.

In addition, we reported for the first time prenatal features

related to two monogenic disorders with well‐documented postnatal
data. We reported an early onset of LINS1‐related disorder

(increased nuchal translucency, IUGR and asymmetric cerebral ven-

tricles), originally associated with neurodevelopmental, autistic, and

psychiatric disorders (schizophrenia or anxiety). For the second fetus,

neonatal features of PGM1‐CDG have previously been reported. The

severity of congenital malformation, including Pierre‐Robin sequence
and airway compression, may be associated with the residual PGM1

enzyme activity.

The examination of the fetus during pregnancy goes beyond the

detection of structural defects. It is crucial for evaluating fetal growth

and overall well‐being, with particular attention to fetal movements

and the adnexa. In the field of genome‐wide genomic tests, gestational
age is a major challenge in fetal medicine. Prenatal phenotype is

dependent on gestational age, and a fetus' gestational age influences

the detection and accurate description of abnormalities. In early

pregnancy, pES analysis may be challenging with limited or unspecific

phenotypes leading to inconclusive tests (negative or identification of

VUS). In addition, early prenatal imaging may limit the association

between phenotype and genotype, especially in case of multiple

diagnosis, as illustrated by our patient carrying the ASCC1 and CSPP1

variants. Conversely, in late pregnancy, an exhaustive phenotype

combining all fetal findings provided from prenatal follow‐up helps

with pES interpretation. However, some parts of the fetus become

technically difficult to examine. Although there is no gestational age

limit for genetic testing during pregnancy, a late prescription may

compromise the possibility of providing a result within the pregnancy

timeframe. In addition, there are delays in providing information to the

parents and the personalization of perinatal management (continua-

tion or termination of pregnancy, tailored therapy…) are delayed.

In inconclusive cases, prenatal follow‐up is needed to obtain

additional insight and findings, especially in case of VUS, for which

particular examinations may be offered. Following the initial analysis,

reanalysis of inconclusive cases should be performed using additional

data gleaned from prenatal follow‐up. This interactive approach

involving clinico‐biological consultations should be conducted within

an MDT specialized in fetal genomic medicine. Prenatal phenotyping

requires a high level of expertise in fetal imaging, for both initial

assessments and follow‐up with targeted examinations in case of

VUS. The implementation of pES requires a network of experts at

each step of the process: prenatal imaging, clinical genetics, and

molecular biology.

4.2 | Perspectives

In the absence of prenatal phenotype‐genotype correlation data-

bases, identifying relevant variants may require the combination of

several in silico tools. However, they have limitations, particularly for

missense variants for which the damage prediction is discordant, or

recessive disorders with pathogenic/likely pathogenic variants having

allele frequencies >1%. Nevertheless, in a blinded reanalysis study,

our team obtained complete concordance between trio‐pES and

postmortem ES for fetuses with multisystem malformations, sug-

gesting the effectiveness of the genotype‐first strategy.24 However,
there are no data so far in cases of isolated or minor congenital

defects. In this context, longitudinal follow‐up of unconclusive pES is
needed to assess the added value of postnatal/postmortem features

in reanalysis and to identify limitations related to prenatal phenotype

and complete phenotype‐genotype correlation databases.

Prenatal features have long been collected retrospectively

following a postnatal diagnosis, thus compromising the accuracy of

prenatal phenotyping. The implementation of pES in clinical practice

offers new perspectives for describing fetal phenotypes and the

natural history of genetic disorders with prenatal onset. Combining

specific gene or condition series with unselected fetal cohorts may be

useful for improving our understanding of fetal conditions. A large‐
scale compilation of the prenatal features associated with genetic

disorders could enhance pES analysis. Integrating prenatal pheno-

types into genotype‐phenotype databases may increase the diag-

nostic yield of pES, reduce the rate of VUS, and reconsider fetal

autopsy following conclusive pES.

Beyond a standardized and detailed prenatal examination, pre-

natal features must be uniformly described. Human Phenotype

Ontology (HPO), a specific ontology for congenital disorders, is now

widely used to describe postnatal phenotypical abnormalities.25 Un-

fortunately, only a minority of HPO terms can be used in the prenatal
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context. Moreover, some specific prenatal features have not yet been

associated with an HPO term, that is, asymmetric cerebral ventricles

without ventriculomegaly. Recently, the HPO consortium added 95

new terms specific to abnormal prenatal development.26

In conclusion, our study provides novel data on the prenatal

phenotypes of several different genetic disorders. Hopefully, collab-

orative compilation of prenatal data from pES cohorts will lead to a

better understanding of fetal genetic disorders and facilitate their

identification.

AFFILIATIONS
1Centre de Génétique et Centre de Référence Maladies Rares “Anomalies du

Développement et Syndromes Malformatifs de l'Inter‐région Est”, CHU Dijon

Bourgogne, Dijon, France

2FHU‐TRANSLAD, Fédération Hospitalo‐Universitaire Médecine

Translationnelle et Anomalies du Développement, CHUDijon Bourgogne, Dijon,

France

3UF Innovation en Diagnostic Génomique des Maladies Rares, CHU Dijon

Bourgogne, Dijon, France

4INSERM UMR 1231, Génétique des Anomalies du Développement, Université́

de Bourgogne Franche‐Comté́, Dijon, France
5Service de Gynécologie Obstétrique Médecine Fœtale et Stérilité Conjugale,

Centre Hospitalier Universitaire Dijon Bourgogne, Dijon, France

6Service de Chirurgie Pédiatrique, Centre Hospitalier Universitaire Dijon

Bourgogne, Dijon, France

7Service de Génétique Clinique, Centre de Référence “Anomalies du

Développement et Syndromes Malformatifs” de l'Inter‐région Ouest, CHU
Rennes Hôpital Sud, Rennes, France

8Service de Génétique‐Unité de Génétique Clinique, CHU Rouen, Rouen, France

9Service de Génétique, CHU Caen Clemenceau, EA 7450 Biotargen – Université

de Caen, Caen, France

10Clinique de Génétique Guy Fontaine et Centre de Référence Maladies Rares

“Anomalies Du Développement et Syndromes Malformatifs” Nord‐Ouest, CHU
Lille, Lille, France

11Service de Génétique, CHU de Lyon HCL ‐ GH Nord‐Hôpital de La Croix
Rousse, Lyon, France

12Service de Génétique, CHU de Lyon HCL ‐ GH Est‐Hôpital Femme Mère

Enfant, Bron, France

13Service de Médecine Génomique des Maladies Rares, Hôpital Necker Enfants

Malades, AP‐HP, Paris, France
14Plateau de Biochimie et Médecine Moléculaire, CHU d’Angers, Angers, France

15Service de Génétique Médicale, CHU de Nantes, Nantes, France

16Département Génétique Médicale, Maladies Rares et Médecine

Personnalisée, Equipe Maladies Génétiques de L’Enfant et de L’Adulte, CHU de

Montpellier, Montpellier, France

17Service de Génétique Médicale, CHU de Bordeaux, Bordeaux, France

18Service de Génétique Médicale, Pôle Femme et Enfant, CHU de Clermont‐
Ferrand, Clermont‐Ferrand, France
19Unité Fonctionnelle de Génétique Médicale, Cytogénétique, Génétique

Médicale et Biologie de La Reproduction, Centre Hospitalier Intercommunal

Poissy‐Saint‐Germain‐en‐Laye, Poissy, France
20Département de Génétique Médicale, Unité de Génétique Clinique Prénatale,

CHU de Marseille—Hôpital de La Timone, Marseille, France

21Centre D’Investigation Clinique CIC‐EC Inserm CIC1432, UFR des Sciences

de Santé, Université de Bourgogne‐Franche‐Comté, Dijon, France
22Service d’Obstétrique Maternité́, Chirurgie Médecine et Imagerie Fœtale,

Hôpital Necker Enfants Malades, AP‐HP, Paris, France

ACKNOWLEDGMENTS

We thank the Integragen society and the University of Burgundy

Centre de Calcul (CCuB) for technical support and management of the

bioinformatics platform. This work was supported by grants from

Dijon University Hospital, the European Union through the “Fonds

Européen de Développement Régional” (FEDER programs), and the

national network AnDDI‐Rares. Several authors are members of the
European Reference Network for Developmental Abnormalities and

Intellectual Disability (ERN‐ITHACA). This study was funded by the

National Network AnDDI‐rares (AnDDI‐Prénatome) (NCT03964441).

CONFLICT OF INTEREST STATEMENT

The authors declare no conflicts of interest.

DATA AVAILABILITY STATEMENT

The data that support the findings of this study are available from the

corresponding author upon reasonable request.

ETHICS STATEMENT

All fetuses were initially included in this AnDDI‐prenatome study

(NCT03964441), approved by the institutional review board and

ethics committee (Comité de Protection des Personnes (CPP)). Writ-

ten informed consent was obtained from all subjects and participating

family members.

ORCID

Caroline Rooryck https://orcid.org/0000-0002-9789-3591

Anne‐Sophie Denommé‐Pichon https://orcid.org/0000-0002-8986-

8222

Nicolas Bourgon https://orcid.org/0000-0003-3093-4085

REFERENCES

1. Liu L, Oza S, Hogan D, et al. Global, regional, and national causes of

child mortality in 2000‐13, with projections to inform post‐2015
priorities: an updated systematic analysis. Lancet. 2015;385(9966):
430‐440. https://doi.org/10.1016/s0140‐6736(14)61698‐6

2. Hillman SC, McMullan DJ, Hall G, et al. Use of prenatal chromosomal

microarray: prospective cohort study and systematic review and

meta‐analysis. Ultrasound Obstet Gynecol. 2013;41(6):610‐620.
https://doi.org/10.1002/uog.12464

3. Mellis R, Oprych K, Scotchman E, Hill M, Chitty LS. Diagnostic yield of

exome sequencing for prenatal diagnosis of fetal structural anoma-

lies: a systematic review and meta‐analysis. Prenat Diagn. 2022;42(6):
662‐685. https://doi.org/10.1002/pd.6115

4. Tran Mau‐Them F, Delanne J, Denommé‐Pichon AS, et al. Prenatal

diagnosis by trio exome sequencing in fetuses with ultrasound

anomalies: a powerful diagnostic tool. Front Genet. 2023;14:1099995.
https://doi.org/10.3389/fgene.2023.1099995

5. Normand EA, Braxton A, Nassef S, et al. Clinical exome sequencing

for fetuses with ultrasound abnormalities and a suspected Mende-

lian disorder. Genome Med. 2018;10(1):74. https://doi.org/10.1186/
s13073‐018‐0582‐x

6. Ferretti L, Mellis R, Chitty LS. Update on the use of exome

sequencing in the diagnosis of fetal abnormalities. Eur J Med Genet.
2019;62(8):103663. https://doi.org/10.1016/j.ejmg.2019.05.002

7. Lefebvre M, Bruel AL, Tisserant E, et al. Genotype‐first in a cohort of
95 fetuses with multiple congenital abnormalities: when exome

1196 - THAUVIN‐ROBINET ET AL.

 10970223, 2024, 10, D
ow

nloaded from
 https://obgyn.onlinelibrary.w

iley.com
/doi/10.1002/pd.6623 by C

ochrane France, W
iley O

nline L
ibrary on [07/11/2024]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://orcid.org/0000-0002-9789-3591
https://orcid.org/0000-0002-9789-3591
https://orcid.org/0000-0002-8986-8222
https://orcid.org/0000-0002-8986-8222
https://orcid.org/0000-0002-8986-8222
https://orcid.org/0000-0003-3093-4085
https://orcid.org/0000-0003-3093-4085
https://doi.org/10.1016/s0140-6736(14)61698-6
https://doi.org/10.1002/uog.12464
https://doi.org/10.1002/pd.6115
https://doi.org/10.3389/fgene.2023.1099995
https://doi.org/10.1186/s13073-018-0582-x
https://doi.org/10.1186/s13073-018-0582-x
https://doi.org/10.1016/j.ejmg.2019.05.002


sequencing reveals unexpected fetal phenotype‐genotype correla-

tions. J Med Genet. 2021;58(6):400‐413. https://doi.org/10.1136/
jmedgenet‐2020‐106867

8. Orphanet [Internet]. [cité 5 mai 2024]. https://www.orpha.net/

9. Orphadata – Orphanet datasets [Internet]. [cité 5 mai 2024]. https://

www.orphadata.com/

10. Dangiolo SB, Wilson A, Jobanputra V, Anyane‐Yeboa K. Bohring‐
Opitz syndrome (BOS) with a new ASXL1 pathogenic variant: re-

view of the most prevalent molecular and phenotypic features of the

syndrome. Am J Med Genet. 2015;167A(12):3161‐3166. https://doi.
org/10.1002/ajmg.a.37342

11. Cuddapah VA, Dubbs HA, Adang L, et al. Understanding the

phenotypic spectrum of ASXL‐related disease: 10 cases and a review
of the literature. Am J Med Genet. 2021;185(6):1700‐1711. https://
doi.org/10.1002/ajmg.a.62156

12. Bohring A, Oudesluijs GG, Grange DK, Zampino G, Thierry P. New

cases of Bohring–Opitz syndrome, update, and critical review of the

literature. Am J Med Genet. 2006;140A(12):1257‐1263. https://doi.
org/10.1002/ajmg.a.31265

13. Zhao J, Hou Y, Fang F, et al. Novel truncating mutations in ASXL1

identified in two boys with Bohring‐Opitz syndrome. Eur J Med
Genet. 2021;64(3):104155. https://doi.org/10.1016/j.ejmg.2021.
104155

14. Loberti L, Bruno LP, Granata S, et al. Natural history of KBG syndrome

in a large European cohort. Hum Mol Genet. 2022;31(24):4131‐4142.
https://doi.org/10.1093/hmg/ddac167

15. Tan NB, Pagnamenta AT, Ferla MP, et al. Recurrent de novo missense

variants in GNB2 can cause syndromic intellectual disability. J Med
Genet. 2022;59(5):511‐516. https://doi.org/10.1136/jmedgenet‐
2020‐107462

16. Schindewolf E, Khalek N, Johnson MP, et al. Expanding the fetal

phenotype: prenatal sonographic findings and perinatal outcomes in

a cohort of patients with a confirmed 22q11.2 deletion syndrome.

American J of Med Genetics Pt A. 2018;176(8):1735‐1741. https://doi.
org/10.1002/ajmg.a.38665

17. Besseau‐Ayasse J, Violle‐Poirsier C, Bazin A, et al. A French collab-

orative survey of 272 fetuses with 22q11.2 deletion: ultrasound

findings, fetal autopsies and pregnancy outcomes. Prenat Diagn. 2014;
34(5):424‐430. https://doi.org/10.1002/pd.4321

18. Jing XY, Zhang YL, Zhen L, Li YL, Li DZ. Prenatal sonographic find-

ings in a cohort of foetuses with a confirmed 22q11.2 microdeletion

at a single Chinese Tertiary Centre. J Obstet Gynaecol. 2022;42(7):
2935‐2940. https://doi.org/10.1080/01443615.2022.2114324

19. Probst FJ, James RA, Burrage LC, et al. De novo deletions and du-

plications of 17q25.3 cause susceptibility to cardiovascular malfor-

mations.Orphanet J Rare Dis. 2015;10(1):75. https://doi.org/10.1186/
s13023‐015‐0291‐0

20. Neuhofer CM, Catarino CB, Schmidt H, et al. LINS1‐associated neu-
rodevelopmental disorder. Neurol Genet. 2020;6(5):e500. https://doi.
org/10.1212/nxg.0000000000000500

21. Chen CH, Huang YS, Fang TH. Identification of a novel nonsense

homozygous mutation of LINS1 gene in two sisters with intellectual

disability, schizophrenia, and anxiety. Biomed J. 2021;44(6):748‐751.
https://doi.org/10.1016/j.bj.2021.08.003

22. Wong SYW, Beamer LJ, Gadomski T, et al. Defining the phenotype

and assessing severity in phosphoglucomutase‐1 deficiency. J Pediatr.
2016;175:130‐136. https://doi.org/10.1016/j.jpeds.2016.04.021

23. Racine C, Denommé‐Pichon AS, Engel C, et al. Multiple molecular

diagnoses in the field of intellectual disability and congenital anom-

alies: 3.5% of all positive cases. J Med Genet. 2023;61(1):36‐46.
https://doi.org/10.1136/jmg‐2023‐109170

24. Bourgon N, Garde A, Bruel AL, et al. Same performance of exome

sequencing before and after fetal autopsy for congenital abnormal-

ities: toward a paradigm shift in prenatal diagnosis? Eur J Hum Genet.
2022;30(8):1‐9. https://doi.org/10.1038/s41431‐022‐01117‐7

25. Köhler S, Vasilevsky NA, Engelstad M, et al. The human phenotype

ontology in 2017. Nucleic Acids Res. 2017;45(D1):D865‐D876.
https://doi.org/10.1093/nar/gkw1039

26. Dhombres F, Morgan P, Chaudhari BP, et al. Prenatal phenotyping: a

community effort to enhance the Human Phenotype Ontology. Am J
Med Genet Part C: Seminars in Medical Genetics. 2022;190(2):231‐242.
https://doi.org/10.1002/ajmg.c.31989

How to cite this article: Thauvin‐Robinet C, Garde A, Delanne
J, et al. Prenatal exome sequencing, a powerful tool for

improving the description of prenatal features associated with

genetic disorders. Prenat Diagn. 2024;44(10):1179‐1197.
https://doi.org/10.1002/pd.6623

THAUVIN‐ROBINET ET AL. - 1197

 10970223, 2024, 10, D
ow

nloaded from
 https://obgyn.onlinelibrary.w

iley.com
/doi/10.1002/pd.6623 by C

ochrane France, W
iley O

nline L
ibrary on [07/11/2024]. See the T

erm
s and C

onditions (https://onlinelibrary.w
iley.com

/term
s-and-conditions) on W

iley O
nline L

ibrary for rules of use; O
A

 articles are governed by the applicable C
reative C

om
m

ons L
icense

https://doi.org/10.1136/jmedgenet-2020-106867
https://doi.org/10.1136/jmedgenet-2020-106867
https://www.orpha.net/
https://www.orphadata.com/
https://www.orphadata.com/
https://doi.org/10.1002/ajmg.a.37342
https://doi.org/10.1002/ajmg.a.37342
https://doi.org/10.1002/ajmg.a.62156
https://doi.org/10.1002/ajmg.a.62156
https://doi.org/10.1002/ajmg.a.31265
https://doi.org/10.1002/ajmg.a.31265
https://doi.org/10.1016/j.ejmg.2021.104155
https://doi.org/10.1016/j.ejmg.2021.104155
https://doi.org/10.1093/hmg/ddac167
https://doi.org/10.1136/jmedgenet-2020-107462
https://doi.org/10.1136/jmedgenet-2020-107462
https://doi.org/10.1002/ajmg.a.38665
https://doi.org/10.1002/ajmg.a.38665
https://doi.org/10.1002/pd.4321
https://doi.org/10.1080/01443615.2022.2114324
https://doi.org/10.1186/s13023-015-0291-0
https://doi.org/10.1186/s13023-015-0291-0
https://doi.org/10.1212/nxg.0000000000000500
https://doi.org/10.1212/nxg.0000000000000500
https://doi.org/10.1016/j.bj.2021.08.003
https://doi.org/10.1016/j.jpeds.2016.04.021
https://doi.org/10.1136/jmg-2023-109170
https://doi.org/10.1038/s41431-022-01117-7
https://doi.org/10.1093/nar/gkw1039
https://doi.org/10.1002/ajmg.c.31989
https://doi.org/10.1002/pd.6623

	Prenatal exome sequencing, a powerful tool for improving the description of prenatal features associated with genetic disorders
	1 | INTRODUCTION
	2 | MATERIAL AND METHODS
	2.1 | Cohort and study design
	2.2 | Deep‐phenotyping of fetuses with a causal variant and review of prenatal findings related to genetic disorders

	3 | RESULTS
	3.1 | Fetuses with typical prenatal phenotype associated with a pathogenic/likely pathogenic variant
	3.2 | Fetuses with an uncommon prenatal phenotype associated with a pathogenic/likely pathogenic variants
	3.3 | Fetuses with unreported prenatal phenotype associated with a pathogenic/likely pathogenic variant
	3.4 | Fetuses with double diagnosis

	4 | DISCUSSION
	4.1 | Rapid identification of most diagnoses
	4.2 | Perspectives

	ACKNOWLEDGMENTS
	CONFLICT OF INTEREST STATEMENT
	DATA AVAILABILITY STATEMENT
	ETHICS STATEMENT


